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Abstract: Phosphate (Pi) is an important factor to plant growth, development and productivity. The soluble Pi
to plant in soil is extremely low because of biochemical fixation in both natural and agricultural ecosystems.
Improving plant with efficient Pi utilization is an important breeding strategy for sustaibable agriculture. In this
paper, the recent research progress in Pi-starvation signaling and its cross-talks with phytohormones in plants is
reviewed.
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SR A ECE Cily; 28 =, 7EVF 2 SPXER I,
55 SP X I A G (¥ S Ath &5 b 382w JE e AR
(Rouached?$:2010). SPXIsZH 21 1) iy JB 1] AL 7 I
IR T E AR T RE 2 PR, T S I(E A5 A
X USR5 IR Hh P9 R S o R IR R A S 6 1
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i pho 1578 & % 11 TE ML IR &k 7% & Pk & (Ste-
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Fig.1 Relevant signal molecules and cross-talks of plants in phasphate starvation
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