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Cloning and Expression of A Chloroplast petD Gene from Ginkgo biloba L.
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Abstract: A chloroplast petD gene, named GbpetD, was cloned from Ginkgo biloba using a pair of primers,
which were designed according to the homologous sequences in Pinus thunbergii, Picea abies, Spinacia oleracea,
and Zea mays. The genomic DNA of GbpetD had 1 243 bp coding sequence, including one intron and two
exons, which encoding a 177-amino-acid protein. The Blast results showed that the homology of the GbpetD
nucleotide sequence with petD genes from P. abies, Cycas taitungensis, P. thunbergii, Lactuca sativa, Manihot
esculenta, and Larix occidentalis was from 84% to 99%, and the homology of amino acid sequences was from
85% to 93%. Phylogenetic tree analysis indicated that the GbpetD protein had the closest relationship with petD
proteins from gymnosperm plants. The expression analysis with semi-quantitative RT-PCR revealed that GbpetD
gene expressed in leaves and young stems, and the highest level was detected in leaves.
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Fig.2 Sequence multialignment of the deduced GbpetD protein with other plant petD proteins
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