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Protein Differential Expression under Different Nitrogen Application Treat-

ment in Triticale
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Abstract: Proteins differential expression under different nitrogen levels were analyzed in triticale. Seven differ-
entially expressed proteins were found by MALDI-TOF-MS and bioinformatics analysis, including proteins
related with protein synthesis and signal transduction, enzyme related with elimination of the free radical, pro-
teins related with chloroplast growth and metabolism, enzyme related with carbon metabolism, and enzyme
related with nitrogen assimilation. Nitrogen had overall effects on growth, substance metabolism and signal
conduction of plant. Identification and analysis on protein spots showed that the emphasis of its influence was

functional proteins.
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Fig.1 2-DE maps of different pH ranges of triticale leaves proteins
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Fig.2 2-DE maps and enlarged pictures which increased protein expression levels of flag leaf protein in different treatment
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