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Abstract: In this research, PsMnSOD cDNA (GenBank No. FJ848572) was isolated from Polygonum sibiricum
by RACE technology. The nucleotide sequence of PsMnSOD cDNA is 792 bp containing an open reading frame
of 705 bp encoding 234 amino acids, with a 5' untranslated region of 57 bp and a 3' untranslated region of 30 bp.
The PsMnSOD gene yeast expression vector pY ES2-PsMnSOD was constructed and transformed into wild
yeast strain. The effects of PsMnSOD gene expression on superoxide dismutase activity and resistance to
abiotic stress including salt, PEG, high temperature and low temperature of yeast were determined. The results
indicated that expression of PsMnSOD gene in yeast improved superoxide dismutase activity and resistance
ability to abiotic stress including salt, PEG, high temperature and low temperature.
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Fig.1 Map of PsMnSOD gene yeast expression vector of pYES2-PsMnSOD
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