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Overexpression of the PtSOS, from Puccinellia tenuiflora Enhanced Salt Tol-

erance of Arabidopsis
CHENG Yu-Xiang'

College of Landscape Architecture, Northeast Forestry University, Harbin 150040, China

Abstract: The cDNAs of PtS0OS, (GenBank accession No. EF440291), a plasma membrane Na'/H" antiporter
gene isolated from Puccinellia tenuiflora, were constructed into plant expression vector pGWB,. Arabidopsis
thaliana wild-type (WT) plants were transformed with Agrobacterium tumefaciens containing the resultant
vectors, and kanamycin-resistant plants were obtained. PCR analysis showed that PtSOS, was integrated in the
genome of Arabidopsis. Northern analysis indicated that transgenic plants over-expressed the PtSOS, in the
transcript level. Salt stress assay showed that PtSOS,;-overexpression enhanced salt tolerance of Arabidopsis
transgenic plants. It was implied by salt contents measure analysis that, compared with WT plants, Na" accu-
mul ation was remarkably lower in transgenic plants under salt stress, the K* level was obviously higher, and K*/

Na' ratio was also distinctly higher.
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