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Genetic Transformation of Lavandula angustifolia cv. Munstead by Way
of Cold-inducible Protein Gene (scp) from Saussurea involucrata Mediated by

Agrobacterium
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Xinjiang Technical Institute of Physics & Chemistry, Chinese Academy of Sciences, Urumgi 830011, China;?Graduate University
of Chinese Academy of Sciences, Beijing 100039, China

Abstract The factors, including precultivation time, immersion time, cocultivation periods and concentration
of acetosyringone (AS), were thoroughly investigated so as to establish the high efficient transformation sys-
tem mediated by Agrobacterium tumefaciens of Lavandula angustifolia cv. Munstead. The optimized transfor-
mation protocol was obtained when hypocotyls explants precultured for 6 d on regeneration medium were
immersed into the diluted Agrobacterium suspension containing 100 umol-L™* AS for 10 min and then were co-
cultured for 2-3 d with Agrobacterium and finally were subcultured on selection medium after reinforcing
cultivation for 7-10 d on the regeneration medium containing 200 mg-L™ cefotaxime alone. Evidence for stable
integration was obtained by GUS staining assay, GFP observation and PCR assay, and the positive rate was
40%.
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