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Increase of Vitamin E Content in the Seeds of Brassica napus L. with Expres-
sion of HPT1
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School of Life Sciences, Nanjing University, Nanjing 210093, China; *Department of Bioengineering, Zhengzhou University,
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Abstract The committed step in vitamin E biosynthesis was catalyzed by the homogentisate phytyltransferase
(HPT). HPT1 which encoded HPT in Arabidopsis thaliana was specifically expressing in the seeds of Brassica
napus L.. Primary results showed that vitamine E content was higher in transgenic B. napus than that in the
control.
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AL 4EERE (vitamin E, VE) & U& A A ) R 2A
fig 2k (homogentisate, HGA) FIAEELEE (phytyl-
diphosphate, PDP) 45 RS, Sfd HPT )
s1r1736 R HPT1 (35 5] 43 73 A5 4 T 42 it 3
(Synechocystis sp. PCC 6803) LG 7+ 15 21 7o
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A BNESE, #EFIF HPT i & RIAH A VE
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pMD18-T #fk, MFL%E. PRI IT A RNA,
RT-PCR 434 HPT1 K. ¥ 3459 HPTI-F: 5’
AAAGGATCCATGGAGTCTCTGCTCTCTAGTTC—
TTCTC 3’ ; HPTI-R: 5 AAAGAGCTCTCACTT-
CAAAAAAGGTAACAGCAAGTAC 37 . A
pMD 18T #Ak, WIF %€,
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6. 0013 mmol-L™ ¥ 1, 10— 4BFERSMRAN 50 pl 1. 0011
mmol-L™* ) FeCl, &k, & 15 s a2 HImA 50
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Fig. 1 Digramof p3301-HPT1 vector and its identificationof restriction sites
Bt : EcoRI A1 HindI11 XUEGVI4EE; Mw: DNA Marker (ADNA/EcoRI+HindIII) .



890 YA BT 428 58, 2006410

4.5 kb —»

N B12 BT B6 BS BZ

E2 I TR H PR Sk & Southern A2 1
Fig. 2 The graph of southern blot hybridization of
some T, transgenic strains of B. napus
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Fig. 3 VE contents in non—transgenic and transgenic seeds of B. napus
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