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Abstract: Cleome gynandra is a C, species closely related with Arabidopsis thaliana and a newly developed
non-sequenced model plant for C, photosynthesis. Here we conducted the comparative gene expression profil-
ing to study the leaf development of C. gynandra. Data analysis showed in young leaves when veins were de-
veloping, expressions of ribosomal protein genes, histone genes, translational factors genes, molecular chaper-
onin genes, etc were up-regulated, indicating that cells were dividing quickly and a lot of nascent proteins were
being produced. Photosynthesis related genes were down-regulated in young leaves, suggesting that photosyn-
thetic apparatuses were still stay in developing stage. Various genes related to phytohormones such as auxin,
abscisic acid, gibberellin, brassinosteroid, cytokinin, jasmonic acid were participating in the leaf development,
showing their regulating functions on development.
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Fig.1 Scatter plot of gene expression profiling in young and
mature leaves of C. gynandra
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29910, atlg61520. at2g34420%%) J -4 & 4 ks
1 M 5 1 F JE PRl (at 1258290, at2g26540.
atdg27440). K S AALE 2 MapMan i
(http://mapman.gabipd.org/web/guest), iy H 45 H 3k
M AR RN RGeS R IR SCIR DG i 4%
R R R IR AR A s B (K2), AP A B A AT L L
3G ZN I b 2 BRI R IAH R

[FIF, 5COtEAE A G LEJL P T i,

£

Table 1 Functional category of the differentially expressed genes in young leaves of C. gynandra

FThfg AR RN $ o b LB E A1/ % TRk R $ R VAL EE A1/ %
avti) 12 5.4 14 6.6
e 8 3.6 63 29.7
4 A o 3.6 10 4.7
L2 33 14.9 8 3.8
B A K 53 23.9 - -
HERETE AT 19 8.6 13 6.1
B EH 9 4.1 14 6.6
it PN 32 % 4 1.8 1 0.5
411 ff 254 15 6.8 5 2.4
(ERCE T 11 5.0 21 9.9
PIR/B 1 7 3.2 14 6.6
TR 3 1.4 - -
T - - 1 0.5
FBARNA 1 0.5 4 1.9
NS 19 8.6 8 3.8
Krnzhig 20 9.0 36 17.0
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Fig.2 Expressions of genes involved in light reactions, Calvin cycle and photorespiratory pathway in young leaves of C. gynandra
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R, XFEERE 7 51 5 BT I P Rl R 9 2 TR
A B S 72 S5 K K 2% A8 R A3 Bt 4 RAS P AR s )
(Adjaye®52004; Chen®52004), A5 K HI 1K) 2 400
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A I SR S kA OC AR AR B R A
Wirpl24b (A3g53020). rpsSh (A2g37270). rpi23
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SR 95 IR A DGR RO I A SR T 1)
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AR, X5 BN 4l i g 5 B RUIR A — 3L
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38 TEVE AT A DG EAE R, 6 R G2 2 Kot
Sk F5 G A DGR DR 1) v i 08 43 IR 2

Fiok, 20T DUE HAE 4ot Fr b R 2R A
Wrh Z B IR E N, R R G B
CO, MR IFATEER o T %) R & ) A Il A
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P ABANRE LI, JEIFIRAN TR BR, 6P AR AH G 3
DRIk 2N [RIAE(E A3 O 142, EANAD-
MEZRR [} C AW I 4E €, gt rh C IR 1) — 285G
BEILP R 5 T, R LN Th g ER B C L6
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R NI AR SE AN . BRI AT DA IR
B b YR ) s R o Mg s, DU R B 1T
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KRz o An goe L an . 25 F ik
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Al REWS MK Em RIS i (Wabeb19) (Nagashima
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A IE B R AR R B (Wsnx D) (Cuids
2010)55 . C A ik FE i v T Cp vl g 5 4
KERWIEE . 4% R T8 2 T8 A oK
(McKown#F1Dengler 2010), Kl — B ERITIX L
K FZ AL RAEC Y R B T B v e AR
FC = B E AWK R G 2 kel — LR R,
5.2 Rk

HAR— A I AB A 5 3 AH O 1R A 4 ¥
K, e — LK ARG b, e m] LR E M R IR )

gE S A M) AR BRTh g, A ABATRT DA R K95
(Eleocharis vivipara) C,JE &% % N C, 43 (Ueno
2001). HEMIAKIAEREAEC ALY, WK, 3%
Ti5G 55t ABAX C A 75 FAEH . AWFFRE XS
IETER G C, AL 4 v R s st Fr () 3R]
RIEWE, R 2 5 ABAT KIMFE N 22 S 3Rk,
WIABA il [1) KB 5k [INCED I FINCEDAAE %)
FIETW. HAlr B mAT M C ik 4k 8 Ui A
AR KACOMKIE . Filh . 5. el N2 n
JECREPI G, AT BCAE ) 1) C, 7 1) 1 AK,
Forr A — N3 D) & R R K 43 B)3E i
FIRIH 2, a4 FABAIM BT T 4
S SR A1 P P ZAOE T 2R 2R K A, I B BEL T A
T AL E I A A B IR 7K 20 IR Bh, IR T 7K 43 Tl
R BERY o 11 AR IE B IR 45 R 5 S04 i i 41
R, 8 T A7 58 2 1K 4, BASPA 1) i R 4
WL 7K A3 AR R (LiuA52013) o A R R) A2 AT 53 [ )
i 3 H— AN 7K I8 38 8 A 2 K plasma membrane in-
trinsic protein 3 (pip3, atdg35100)7E 4Kk I
Wi o T B 0 2 SO0 S A K AR Y AR TR 4%
PEF AT . BRI ABA LB B LI S K
I E (ARIE T, HENS — AT S ABA
SRR /KO 2R (SR R IA A @ M. A
S 106 HE AR 2 ABAG LR 5 i S A DGR R TR
C,M R B Z R LKL, BiRBHEABAN S
5 TRECHAIKE .
53 MXEMNE. REZ

BRE — 7 1 8 R0 41 i 234k e 3 2
TER AP . CAEYIN IR & 5 BOAFAE
ARV A R, R A 1) S
PRI N Y FEIEA 40 R Th B8, AT IS BRI 40
J 5324, v 1) DU AR N 2 S35 ek R A, FE
ML BEAT 5 BR KOG A A HI(Li%52010; Majeran®s
2010; Nelissen$2012), 97 &K LBR & ik A2 15
FEIT I A 08 B v, B A I B i A LR IR
R T B (Majeran®52010), 5 A — 301 2,
BAVRIAE AR 4o v — 28 5BRA 5
SEE AR N Rk . BREFAE T-HRE# 01k
Fg R rf i By st Xk, X 5 BRAE HE41 3 K
(1 D) REAH—FB(KimATWang 2010).
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(Nelissen%52012), —Y822 GARIE MR RAE A 1E
Seghtrh ik B RE GATEG iR R, FERT
MR EREN . 5HHENAH—B00 2, Tk
v A8 1 P-4 () 2 7 s FEE I 9 5 e 20 A0 (4
053 41X) GA A Sk i, T A8 40 i 43 24 XA
S B R IX (1) 43 S GA AR 3% BR (Nelissen 55
2012).

AWFFEIE i B TAFTCKAH K iy — Lo F ] 2
FRIE, RPM T RE R —DNERMER, W AZ
Tl 25 R R4

B, CAaYM R RE A mpﬁﬁb
A M AR e Bl . A o R, BT A KR
0T ) e LA A2 A K 1) 75 Ezﬁﬂﬁﬁ%%%
HIEP ., AEEEER e R e
FEREMRIE B B T8 G a T AR,
556G A RIE RS N, g hat T 557
ERB. SMHEYBESZS THRAKER &
Jed A, tbind K%, ABA. GA. BR%, 4K
FAHORIE KA B I 1) =y R IE m] R 5 AR K R ks
iy B rF K R R B AT G, GARIBRAH JCIE A 1) iy ik
Sk a4 sy, AL, ABAWA]RE LR R
XS5 THAECHD KK E, (R
At — 2T,
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