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Yampolsky ! Yampolsky (1922)7E i £ £ 12 000
My FED D, RIOL 4% 2™ HEHE AR
(dioecism)ti¥. A1 EE ST 6 MR FHHEY
WA 5 A BRI RE 4 T 20 4 (Renner AT Ricklefs
1995). HEI, @EidX EZRE(Silene latifolia).
BRI (Rumex acetosa). 7= 5 (Asparagus officinalis)
S — e gy T (M S BRAE D KB A% e o T AE A
BEF, 350 7 AN R A ok 5 2= (] R ol ok
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DA 7 (3R MERE M A ) S e dnid, A]
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RILHIY 18 B B K E £ 2 M (amplified fragment
length polymorphism, AFLP)¥ric(Mwase %5 2007)
HEZW I3 Y (Reinhard 2007) 4 t & I A Al
WE .
2 AFLP #Fid

AFLP #0277 2 Keygene 2 7] K JE A —Ff
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HILEEETS, REMEERICARINERE
K. B—YFHH% T E DNA FHIKBF R A AT LA
AR € ARID, T EERT LUK i F
BRI RREIIERE . H4h, BIER
MR REEERREDNM T E DNA M REHE
AT RERB A E H UM B HHEE .
4 YREFBENEEFT

XY B R EEYR, MY $

ol L I BAFRIFIISII R E — BRI
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(Biessmann F1 Mason 1994). & A X} % P Fbk
YA ENYI(Gortner % 1998 Hizume 2% 1998) ]
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