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Regulation of Ethylene in Plant Salt Tolerance
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Abstract: Ethylene is one of the important phytohormones, which plays a major role not only in plant growth
and development, but also in stress responses. Salt stress can induce ethylene synthesis, and ethylene synthesis
and signaling components have been reported to take part in salinity response. In this review, we summarized
the function of ethylene synthesis and signaling components in response to salinity, and the research progresses
of ethylene related regulators involved in the salt tolerance in our lab, so as to provide information for further

research in this field.
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Fig.1 Model of ethylene-related regulators and salinity responses in plant
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